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(1) GENERAL INFORMATION: 

APPLICANT: 

(A) NAME: Cohen , Yarom 
(8) STREET: P.O. Box 6451 
(C) CITY:TEL-AVIV 

(E) COUNTRY: Israel 

(F) POSTAL CODE (ZIP) :61063 

TITLE OF INVENTION: Pharmaceutical Composition for the 
Treatment of Syndrom X of Reaveh 

NUMBER OF SEQUENCES: 7 

COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: PADAT Sequenzmodul , Version 1.0 



(2) INFORMATION FOR SEQ ID NO: 1 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: internal 

(ix) FEATURE : 

(A) NAME/KEY: misc-feature 

(B) LOCATION: 11 

(0) OTHER INFORMATION: /note* Xaa is Ahep 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 

Xaa Lys Asn Phe Phe Trp Lys Thr Tyr Jhr Ser 
1 5 19 



(2) INFORMATION FOR SEQ ID NO: 2 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(0) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: internal . 

(ix) FEATURE : 

(A) NAME/KEY: misc-feature 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note* Xaa is Aeg-Cys or 
Xaa is Aeg-Ala-Gly-Cys 
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(ix) FEATURE : * • 

(A) NAME/KEY: mi sc- feature 

(B) LOCATION: 12 

(0) OTHER INFORMATION: /note= Xaa is Aeg-Cys 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Xaa Lys Asn Phe Phe Trp Lys Thr Phe Thr Ser Xaa 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(n) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: internal 

(ix) FEATURE : 

(A) NAME/KEY: misc-feature 

(B) LOCATION: 1 

(D) OTHER INFORMATION:/noU= Cys is the deaminocysteme 

(ix) FEATURE : 

(A) NAME/KEY: mist-feature 

(B) LOCATION: 3 

(0) OTHER INFORMATION :/note= Xaa is Aeg-Cys or 
Xaa is Aeg-Ala-Gly-Cys 

(ix) FEATURE : 

(A) NAME/KEY: misc-feature 

(B) LOCATION: 11 

(D) OTHER INFORMATION: /note- Xaa is Aeg-Cys 



(xi) SEQUENCE DESCRIPTION: SEQ 10 NO: 3: 

Cys Lys Xaa Phe Phe Trp Lys Thr Phe Thr Xaa Cys 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE. CHARACTERISTICS: 
(A) LENGTH: 16 amino acids 
(8) TYPE: amino acid 
(0) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ 10 NO: 4: . 

Ser Ala Asn Ser Asn Pro Ala Leu Ala Pro Arg Glu Arg Lys Ala Gly 
15 10 15 
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(2) INFORMATION FOR S£Q 10 NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(0) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Ala Gly Cys Uys Asn Phe Phe Trp Lys Thr Phe Thr Ser Cys 
1 5 19 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 
— (A) LENGT H: 28 amino acids 

(B) TYPE: amino acid 
(0) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Peptide 
(v) FRAGMENT TYPE: internal 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Ser Ala Asn Ser Asn Pro Ala Met Ala Pro Arg Glu Arg Lys Ala 
15 18 I 5 

Gly Cys Lys Asn Phe Phe Trp Lys Thr Phe Thr Ser Cys 
20 25 



.) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 
(0) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: internal 

(ix) FEATURE : 

(A) NAME/KEY: misc-fenturc 

(B) LOCATION: 4 

(0) OTHER INFORMATION: /note= Xaa is Phe. or Tyr 

(ix) FEATURE : 

(A) NAME/KEY: misc- feature 

(B) LOCATION: 5 

(0) OTHER INFORMATION: /nqte* Kaa is Thr or des-Tnr 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
Trp Lys Thr Xaa Thr Ser Cys 



